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/ELS ' BY^THE IF DETECTION ON A SAME ARRAY 
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'■E 0 9/81 7 , 014 
:C--l-03-23 



;• • fi5.sr.SEC for Windows Version 
I 



■ JL.-A 

;.- Artificial Sequence 



4.0 



Frime r for amplification of S. aureus 



•. :ic\ ga tcgtgatgac aaa 



t:a 

,rtifioial Sequence 



Primer for amplification of S. aureus 
:-:aaa acatcacgct cttcg 



-1- 



Ar t 1 i - - - «-* - ~ - '4 - ~ : * - ,J 

primer for amplification of S. epidermidis 

i 

:\2za gtaatagatt ata 



: :-3A 

• Artificial Sequence 



1 J • r.- rimer 



for amplification of S. epidermidis 



■j - r . •_ :cd g L t a l t z c <_ c c l. 

• '.' NA 

• Artificial Sequence 

' , irimer for amplification of S. haemolyticus 

I i"' S 

:--jav::atg gtattgatag atac 



• 25 
■ DMA 

.• Artificial Sequence 



;T- primer for amplification of S. haemolyticus 
!" f: :•• 6 

liatcttt ttgagtgtct tatac 



% . ; • 7 
:i ■ 2 5 

■I.. ■ L'NA 

;;- • Artificial Sequence 

primer for amplification of S. saprophytics 
U.^tgaaa caactcggtt ataag 



. . • 1^ 

: DMA 

: " Artificial Sequence 



23 



22 



24 



25 



25 



-2- 



er for amplification of S. saprophyt 



:ca t a C C a L L a a j -« - j 

•1 

:ia 

i-tificiai Sequence 

riner for amplification of S. hominis 
: -<ta acaaaaaagc acaa 

:i:a 

Artificial Sequence 

,-rimer for amplification of S. hominis 
,. :q tt accatgttct aa 



j 7 

;jna 

Artificial Sequence 



capture nucleotide ATaur02 
11 

aaata tcacgctctt cgtttag 



12 

7 

L. 1 

DI3A 

Artificial Sequence 



capture nucleotide ATepi02 
■ 1 2 

,gcaca tttctttcat tatttag 



DMA 

E ^r-^-^al Seauence 



jtt tcacgttcat tttgtaa 



-tificial Sequence 



apture nucleotide AThom02 
4 

gtc tgacgttctg catgaag 

5 

.7 
KA 

\rtificial Sequence 



rapture nucleotide ATsap02 



•.act tcgcgttcag cctttaa 

1*5 
.14 

Artificial Sequence 



consensus primer APstap03 
16 

-.cgct tatatagaat ttga 

1*7 
[•MA 

Artificial Sequence 



consensus primer APstap04 

L ' 

aicgt acatcaattt tga 

18 
25 

• DNA 

• Artificial Sequence 



rt n C0 ^:is nrimer APstapO 



.aataa agrcaccaac atatt 



Artificial Sequence 



aoture nuc 



leotide (with spacer sequence) ATepi03 



!M3c_feature 

:i i . . . (2C) 

scacer sequence 



r,ig ttgctgagaa attaagcaca tttctttcat tatttag 



47 



L E 'A 

: . • Artificial Sequence 



Capture 



nucleotide (with spacer sequence) ATcpi04 



-,:sc feature 
; i ) . 7 . I 4 0 ) 
r.oacer sequence 



aq ttgctgagaa tagttcaatg gaaggaagcg attaagcaca tttctttcat 60 



- tea. a 
-. t a a 



<> 21 
1 ■• 8 7 
j • L'NA 

.: • Artificial Sequence 



rapture 



nucleotide (with spacer sequence) ATepiOS 



r.isc feature 
.'. • • 1 ) . . • ( 6 0 ) 
V< /.pacer sequence 

^V^Lg ttgctgagaa tagttcaatg gaaggaagcg tcttcttaaa atctaaagaa 60 
t.u-^gcaca tttctttcat tatttag 



JWA 

Artificial Sequence 



:apture 



nucleotide (with spacer sequence) Ataur27 



-5- 



S i mi sc leaf.urt 
'222 • ! 1 ; . ~ . (4 0: 

v • a pa c e i s t: q uei. c u 

<4-i 1 • .':2 

ja^* * c.-iaag ttgctgaqaa tagttcaaiq gaaggaagcg atttaaaata tcacgctctt 60 
:g- ■ • ag 67 



ska 

:1: • Artificial Sequence 



rapture nucleot ide (with spacer sequence) AtepiS7 

:\ i sc_ft';a:ure 
' 1) .7. (40) 
.-.pacer sequence 



::.i./.*.Cuaag ccgctgagaa tagttcaatg gaaggaagcg attaagcaca tttctttcat 60 
* au 67 

• ..4 

■ l : 7 
- :.'NA 

■ Artificial Sequence 



capture nucleotide (with spacer sequence) AthaeS7 



r.i sc_f eacure 
: 1) . . . (40) 
spacer sequence 

•:4 j • ■ J.4 

jaa r . r .caaag ttgctgagaa tagttcaatg gaaggaagcg atttaaagtt tcacgttcat 60 
• a a 67 

. 5 

: sna 

; • Artificial Sequence 



^j- capture nucleotide (with spacer sequence) AthDmSS 

SI • mis s_f eat are 
■■../..: ■ ( i ) . . . (40) 
<S22 ■ scaler sequence 



gaatccaaag ttgctgagaa tagttcaatg gaaggaagcg atttaatgtc tgacgttctg 60 
: a t g a a q o~ 



-6- 



* 7 



:, r t i f i'-":ial Sequence 

•apuare nucleotide (with spacer sequence) Atsa P 27 
:-: -:c feature 

: ; . 7 . (40) 

spacer sequence 

^nt-caatq gaaggaagcg acttaatact tcgcgttcag 
•■;;:ag ttgctgacaa t<agt ^caauy jaa^ 



Artificial Sequence 



60 
67 



ronsensus primer APcons3-l 
zc accaaratay tc 



:vja 

Artificial Sequence 



consensus primer APcons3-2 

x.isc feature 
1) .7. (22' 
_■ - A, T , C or 3 

"—18 

;:.t. .-att targgaagat ac 



22 



: • DliA 

> • Artificial Sequence 

. . capture nucleotide (with spacer sequence ) AtaurlS 
: • misc_fea-:ure 

■ • spacer sequence 

■ ■ 29 ^ . a ^^n aaaaoaagcg tcttcttaaa atgctcttcg 60 
r.-.saaag ttgcr.gagaa .av^ — -„ . 



-7- 



.rtiticiai Sequence 

•apture nucleotide (with spacer sequence ) Ataur40 

■isc_feature 
'1) ... [21) 
fpazer sequence 

Lq ttgctgagaa tagttcaaat ctttatttaa aatatcacgc tcttcgttta 60 



Artificial Sequence 

apture nucleotide (with spacer sequence ) Atanalb 
r Lsc_f eature 
=oacer sequence 

,:Lg ttgctgagaa tagttcaatg gaaggaagcg tcttcttaaa atgctcttca 60 



Artificial Sequence 

capture nucleotide (with spacer sequence ) Atana27 

■ nisc_f eature 

• ( I ) . . . i. 4 0 ) 

• spacer sequence 

' }Z . h . „^ r - a ^ a nttraaaata tcacqctctt 60 

-.saaag ttgctgagaa tagttcaatg gaaggaagcg gt-- ^ 

: ag 

■ i:Ti 

■ DNA 

• Artificial Sequence 



capture ni 



ucJeotide (with spacer sequence ) Atana4C 



-8- 



•= c feature 

. .7. (21) 

;cer sequence 



_ f . anraaa t ctttgtttaa aataUd^c 
, 4 .ig ttgctgagad tagttca^t. ^ 6 / 



■!iA 

• itificial Sequence 

71 pture nucleotide (with spacer sequence ) AtepUS 

M.s ^feature 
. m ~~ ( 5 'M 

- j . . • \ - - - 

spacer sequence 

Li., tt g ct 3ag a, t^ttcaat, , MW .,c, tcttctta.a .««»«. ™ 



Artificial Sequence 

::apture nucleotide (with space, sequence ) Atepi40 

nisc_f eature 
(1; ... (27) 
spacer sequence 

-(I, «,«,.,.. t„ tt c» t ««.«.., cc.tttett tc.tt.ttt. 60 
•t c 



4 0 

DNA 

Artificial Sequence 



spacer sequence 

:aaag ttgctgagaa tagttcaatg gaaggaagcg 



40 



Artificial Sequence 



-9- 



Y7 

ia ta tcacgctctt cgtttag 



,::tif icial Sequence 



,. epidermidis femA capture sequence 
-aca tttctttcat tatttag 



;..:-tif icial Sequence 

,. h aemolytxcus femA capture sequence 
s *jU tcacgttcat tttgtaa 

LtIA 

Artificial Sequence 



S. horn in is 



femA capture sequence 



■: 4 0 

-.i-^gtc tgacgttctg catgaag 

(V- 41 
1 ■ 1 "7 

;: - dna 

•■ • Artificial Sequence 



, , ■ fpt«a rapture sequence 



■-. ■ 41 

; vn:act tcgcgttcag cctttaa 

; V • 4 2 

■ : ■ DNA 

; • ■ Artificial Sequence 



- ■ , r _^.T •• > ^ seauence 

■ « S. cap: ti^ - * ' 



-10- 



a -j.^-ica tctctttcat tattaag 



• r ma 

• Artificial Sequence 



• caseolyticus femA capture sequence 
. • -i J- 

ag- a -cat tcgagacgaa ggct 
■J 4 
MJA 

- rt if iciai Sequence 
: - S. cohnii femA capture sequence 

t.aaoact tcacgctctg acttgag 

4 5 
j - DIIA 

}. • Artificial Sequence 



? ■ S. gallinarum femA capture sequence 

tuaaact tcacgttcag cagtaag 

;j » 4 6 
" • 21 

:■■ DMA 

• Artificial Sequence 



■ S. intermedins femA capture sequence 
• 4 6 

jgaaatct tgctcttcag atttcag 



UNA 

Artificial Sequence 



1; • 3. lugounensis femA. capture sequence 
■ • 4^ 

utaaagtt tgtcgttcat tcgttag 



-11- 



-13 

M 
t'NA 

Artificial Sequence 



3. schleiferi femA capture sequenc 
IF 

jtrt tgcgcttcag tgttgag 

4 * 
'jUh 

Artificial Sequence 



sciuri femA capture sequence 



4 ;• 

uttgt tcatgttctt tttctaa 

5 0 
/ . 

Art if ici al Sequence 



S. simulans femA capture sequence 

t: ■* 

^a:tc ttttgttcag cgttcaa 

U 1 

- DUA 

> Artificial Sequence 



•• S. warneri femA capture sequence 

• : 1 

^ 3 :n f tc tctttttcat tattgag 



- CUA 

• Artificial Sequence 



xylosis femA capture sequence 



:o 

artificial Sequence 



consensus primer MycU4 sense 



jt:-?a attagaacgt 

:,4 
18 
L-IIA 

Artificial Sequence 

consensus primer APmcon02 antisense 

'.) 4 

;str r st yet cc 

::t:A 

Artificial Sequence 



Mycobacteria avium capture probe 



:4t ;tc cgaagcccgc g 



DMA 

Artificial Sequence 



Mycobacteria gastni 1 capture prcbe 



;gc=igc ggtgccgggg 
i . '■ 

• : y 

^ htIA 

• Artificial Sequence 

- Mycobacteria gastrii 3 capture pre 



• : 7 

.•g::ggg eggcaaggt 



24 



-13- 



Artificial Sequence 



q a s t r i a 



capture prone 



,t:: ggcagcggtg ccgg 



• una 

• Artificial Sequence 



24 



Myrcracteria gastrn 7 capture probe 



:cjgncc:j gtattcgcgg gcgg 



::. ■ :::a 

. : • Artificial Sequence 



Mycobacteria gordonae capture probe 



;-"n: • 

:: .,rr:r:t agttgtcaga gg 



j 1 ' 6 1 



DUA 

Artificial Sequence 



, k v ,, bacterium int raceiiulare 1 capture probe 



■ :.-:ia 

■ Artificial Sequence 



Mycobacterium int raceiiulare 3 capture probe 
.: : ? g c c c a a g a c a g t g 



24 



22 



s -'"- : ' " A 21 
jjj:-.:-g;-:-3g gggcctcgcc c 



-14- 



NA 

rtif icial Sequence 

■/.-.bacterium leprae capture probe 
:g tccatcggtg g 

Ok 

ificial Sequence 
■Jyrofcacterium kansasi 1 capture probe 
:- ? .;c agtggtgacg g 

r. _ 
DMA 

Artificial Sequence 

Mycobacterium kansasi 3 capture probe 
- r :ag tggtgac 

l", i;. 

:.:;;a 

Artificial Sequence 

[Mycobacterium kansasi 5 capture probe 

rcjat cgtccgcagt ggtgacg 
n. ' 
L NA 

Artificial Sequence 

Mycobacterium malmoense capture probe 

araac actggtcggc g 

■ .'8 

- ."1 

- L;NA 

-15- 



<;>i v> Artificial Sequence 



Mycobacterium 



marinum capture probe 



; ju-rr- jai. ggcgctggtc g 



.;:a 



,:;tificial Sequence 



21 



• Mycobacterium 



scrofulaceum capture probe 



.-.vra qatcqgcgtc 



20 



• j 10 • 7 0 



A: t. Lticial Sequence 



■ robacter] urn 



simiae capture probe 



at :q :t ::ct g gtcgcgccta 



Artificial Sequence 



llV. Mycobacterium szuigai capture probe 



;g-:cjc-ja ccagcagaac g 



. ■ l::ia 

; : • Artificial Sequence 



Mycobacterium 



tuberculosis capture probe 



•?r c ragt cgttaatgtc gc 



20 



21 



22 



UNA 
Artif: 



Seauence 



-16- 



'■■ ■ Mycobacterium xenopi capture proce 
^..juagc tgcgatgaca eg 



:.::a 

•c t if icial Sequence 



■ " "■ ■ Soacer Sequence 
: :; -^v::alag ttgctgagaa tagttcaatg gaaggaagcg 



tcttc 



->-_ if icial Sequence 



consensus primer DPSC0NS2 sense 
a^K'tccagc agecaagaag agga 



1 1 _ -i 

•i Artificial Sequence 



consensus primer E) PS MAG El sense 
7 k 

ccagc agccgtgaag agga 



22 



45 



24 



24 



24 

■ > d:ja 

■ Artificial Sequence 

consensus primer DPS MAG 8 sense 

4 ... 77 2 4 

■ -rage agcaatgaag agga 

• ;•:.= • ~ 8 

j 4 

• j i : • DNA 

. : -. . Artificial Sequence 

. --I-. . con sensus primer DPSMAGl 2 sense 



-17- 



gc aacgaagaac agga 



.tificial Sequence 



24 



-ser.sus primer D PAS CON B 4 ar 



:ca ggtagttttc ctgc 

0 
7 

UA 

,rcificial Sequence 



: i s e n s e 



24 



•acture p 

■•o 

?1 



re probe Mage 1 DTASO 1 
aggatacaa gaggtgc 



artificial Sequence 



:apture probe Mage 2 DTASO 2 
31 

3 actc caggtccgga aacattc 



27 



27 
I'M A 

Artificial Sequence 



capture probe Mage 3 DTS0306 



'3 2 



iatat cttgggggat cccaaga 



27 



DNA 

Artificial Sequence 



capture pr 
33 



ofce Mage 4 DTASO 4 



-18- 



21 



. aag gactctgcgt caggcqa 

•; 4 
. 7 

• :«A 

Artificial Sequence 



<: , ure probe Mage 5 DTASO^ 



':;, H ,ca cagactctgg gtcaggg 



:il ■ 

■ ;.;iA 

- •: . :..-H ficial Sequence 



■=Dture probe Mage 6 ui^c 
:.^g.oaggc ttcctgataa tcatcct 



- Artificial Sequence 



* • rapture probe Mage 7 DTA5C7 

. J-:': • r 6 

agga:?ccag gtgagcgggg tgtgtct 
<:i0- 87 

ON A 

. Artificial Sequence 



apture probe Mage 8 DTAS08 



gV^ctccag gtgagctggg tccgggg 
. ; : r -. - 8 8 

1 ' 27 
. ONjA 

. Artificial Sequence 

. • - ■ • cacture probe Mage 9 DTASG 9 



.ctccag ctgagctggg tcgaccg 



27 



27 



27 



27 



27 



-19- 



'Ah 

artificial Sequence 

>apture pr obe Mage 10 L.TAS10 
.. q 

,,-ja ctcac-gtct ggcagga 



27 



hi t 



ificial Sequence 



apt 



ure probe Ma^ - L - — - 



.j'l&zt cagggtctat caggtoa 



27 



^'-ificial Sequence 



,aoture probe Mage 



12 DTAS12 



■r.icttg gaagctcgtc 



tccaggt 



27 



r.-iA 

Artificial iLquti 



ronsensus 



primer COUSENSUS2-3-4 sense 



•v:acmac ca 



:caactac tt 



22 



. Artificial Sequence 

cnc, primer CONSENSU31-5 sense 
consensus primes 



jckccaa gacga 



ccaac wt 



22 



-20- 



PNA 

Artificial Sequence 



. . ri .,r CONSENSUS!-^ anusensc 

■ prists fis uo f -- *" 



.-a saggttca^g at 



Artificial Sequence 



. .,,pture probe DRD1 
.;t-.-.tg gcctttgggt ccctLtt 



Artificial Sequence 



iDture prooe DRD2 



'■ 6 

n aaa ttcagcagga ttcactg 



■<7 

j7 
l-KA 

Artificial Sequence 



■■• . capture probe DF.D3 

g^:;rggaa tttcagccgc atttgct 
; . ■ 93 

: I ' 2 
i j • DNA 

; • Artificial Sequence 



'.. '; ■ capture probe L RD4 

, r _ r.ggctg ctgagccccc gcctctg 



DNA 

Artificial Sequence 



22 



2 / 



27 



27 



27 



-21- 



apture probe DRD5 



. : .. rg gccctt-ggg acattct 



!_ J A 

Artificial Sequence 



c-r imer HI sense 
■ ( "j 

• caacccct 

: «. 1 
.-;:a 

. ;,>-tificial Sequence 

• primer H2sense 

• :*.n 

^-Tt-ggt caccocagt 



• L-NA 

•■ Artificial Sequence 



,.. primer Hi- sense 

■ • 102 

:i t :agc tatgaccgat t 
102. 

; • 20 
• • oi:a 

-. . Artificial Sequence 



. primer Hlantisense 

:• 1D3 

*. ~ttg gtatcgtctg 



• dna 

• -, Artificial Sequence 



27 



18 



19 



21 



20 



-22- 



• primer 



'4 ' 



li Liner H3 ant 1 sense 
■ 105 

-\a jtg ggggttctg 
• ' 6 



:.:t;ificial Sequence 



- • ;.-,yocure probe Hi 
>atg gtagcgga 



. Artificial Sequence 



rapture probe H2 
107 

3 gg:jt gataqaaata ac 

10 -3 
18 

Artificial Sequence 



H3 



capture probe 

• 108 

jr-r.cc ccctgctg 

• 109 



L'NA 

Artificial Sequenc 



19 



22 



18 



i c cue 1 



subtypes IA, 
neral ccnse^u. - d 7 sense 

ir io 1E# 2A > za ' ' 



-23- 



. :c tstgbgbcat 



20 



-.i-tificial Sequence 



census primer for suctype 1A sense 



. : :a-:c tgtgcgccat 
- Ill 

. Artificial Sequence 

. ..^5^ primer for subtype IB sense 
- j- 

v: vvjtc tctgtgtcat 

Artificial Sequence 
: ccase nsus primer for subtype 1C sense 
■ ■ . * - 2 

Ja t.:T;a:c tctgcgccat 



:)V.h 

Artificial Sequence 



consensus primer for subtype 



ID sense 



.icatc tctgtgtcat 



: 1 4 

;:o 

DMA 



-nsensus p 



riir.er for subtype IE sense 



20 



20 



20 



20 



-24- 



2 0 



. r r qca zc 
* ■■ ' 1 1 "■' 



tgtcggctat 



/, :: -:ificiai Sequence 



census primer for subtype 2A sense 



.vjc:: tctgcgccat 



- - if icial Sequence 



' -m^v fnr subtype 2B sense 

consensus primer tor suutyt 

■ ^ ■"■ ■ 11 *: 

.... : . r .j. :a tc tctgtgccat 



l:ia 

Artificial Sequence 



c-- ,-,,K*-wr>^ ?C. sense 
insensus primer fui ^u^p. 



, :A r icacc tctgcgccat 

118 
i - ■ . ■'• "i 

Artificial Sequence 



sensus primer for subtype 4 sense 



;_■ ," J . :: ens 
; v > 118 

v.r.:cac: tctgctgcat 

.".11 > 10 

Artificial Sequence 



y;,: consensus primer for subtype 6 sense 



4 j » i x 3 

atjctcaacc tcruCLtcat 



20 



20 



20 



20 



20 



-25- 



. Artificial Sequence 



.ens us 



primer for suotype 7 sense 



tatgcgtgat 



;..,-r ificial Sequence 

, .. <r , P ncnq primer for 4, G 

vcs:: : tctgcykcat 



. Artificial Sequence 



,-..,nsensus primer for 4 
. r r. :?,cc tctgctgiat 
1 1 ■ 2 .' 

::: ^tificial Sequence 

ly r > consensus primer for 6 

:. > 1 -3 



• : r - - jcc tctgctgcat 

- ■ ; na 

Artificial Sequence 



3 : general consensus primer for 5A, 5B 



v cl ayg tgrcagccat 



20 



20 



2 3 



2 0 



2 0 



-26- 



ON A 

artificial Sequence 



-nnsensus primer for 5A 



i\q tgacagcaii 



;,i-rificial Sequence 
consensus primer for 
:;g tggcggccat 

■ Artificial Sequence 



consensus p 



--imer for Specific 7 



111 

: , tgrgcgigat 



C-NA 

Artificial Sequence 



rimer for Specific 3B 
ugaac gattagaaa 



consensus pr: 
128 



2 0 



2 0 



20 



19 



17 

Artificial Sequence 

, , ( - ns ensus primer for Consensus subtypes 
general -nsensu^P ^ ^ ^ 4< 7 



( 1 ) . . . ( 1 "7 ) 



inngcyt 



-27- 



.:-'_i:icial Sequence 



.. r ,..,^ rjy-nrnpr Consensus oub w - 



r:.ct tcctttc 



Artificial Sequence 



•jnsensus prxmer iui - 
aric l sense 



1.31 

^:tt tgcgctc 

; 3 2 

1 1 

r-NA. 

Artificial Sequence 



^ . Y _ o^ncpnQiiq subtype 1C 
consensus primer fur - 

d r:t isense 



• 132 

la-gcct tcttttc 

132 

• 17 

• DtIA 

• Artificial Sequence 



rnsensus or 
antisense 

■: • 133 

r. gg rtt tcctttc 

■ 12-4 
_ ■ I'tiA 

. Artificial Sequence 



imer for Consensus subtype ID 



anq „- cr ^er for Consensus subtype IE 
consensus pi 

antisense 



-28- 



<4 .» = 
gt : : 



s-.-rt tgcgttc 



17 



:,::»:ificial Sequence 



nsensus primer tor Consensu 
r.ti sense 



:"5 



ttooacgoct tttgctc 



Artificial Sequence 



17 



. ;- ■ - nsensus primer 
antisense 

- : .;.u- 3 o:tc tctgttc 



for CcnS ensus subtype 2E 



17 



- 137 

• 11 

• artificial Sequence 



J 3 • consensus primer 
antisense 

• 137 

t-g^agctt tcttttc 

• : :•:« • 138 

.-11- 17 
. " . . t NA 

Artificial Sequence 



for Consensus subtype 2C 



: consensus primer for Consensus 

• 13 8 

-.r.-^ctgctt tccggtc 



subtype 4 antisense 



139 
1 7 

ON A 

Art: ficiai Sequence 



17 



17 



■ > consensus primer ro 



for Consensus subtype 



7 antisense 



-29- 



•_t tctgttc 



: iriciai Sequence 

LC 1A 



.nsensus 
.tisense 



prxmer for Consensus Specific 



• : t tcctttc 

l 



.Sificial Sequence 

census prxmer for Consensus specific 4 
aritisense 



; 1 

: r.gc tttggtc 



Artificial Sequence 

*» c » 3ensus specific 6 

antisense 
- 142 

i.:i-g=g ggtagatg 

• 143 

• 16 

• DNA 

■ Art it i- 1 ' 

e ,, c 5B anti sense 
t1 „ pr ; m pr Consensus bA, 
•• ■ consensus pn — 

. ;tg ctc cctcca 

■ : 144 

: :■ 16 

" " r * f , a 1 s p auence 



-30- 



, fI , p n C cs th ant i sense 
, :n ,,nsus primer tor -r-~ 



■ - -ctcca 



i, L -'r.\.Liciai Sequence 

..«,„„.». ^ - — s 59 ™ tisense 

i i -■ 

_ 3: tc ccgcca 



Lficial Sequence 



H-7 -U'' 1 



~:-nsensus t 



jo-, ctgtgt 



Drim er for Speorfro 3B antrser.se 



, • 147 

" ".^'Vificiai Sequence 



^ ' c ,pture probe HTRlC 



147 

; ,r, ::: ;rcaa taggatracg c 

148 
"11- 1 ^ 



L ai Sequence 



capture probe HTR2A 



;.■,(•■> 148 

: , ; ::,^atg gggttccgg 

1 14 9 
• ~ 11 ■ 21 
■ ■ I - > 

r Sequent 



16 



16 



16 



21 



19 



capture prone n 



:r2B 



-31- 



:.:t tqqct.ttt.ng a 

:a 

: -_if icial Sequence 



ipture probe HTR2C/1C 
.ga acactttgct tt 



.r:tif icial Sequence 



•apture probe HTRi 



: :ac cgcatcagtg 

; 9 

Artificial Sequence 



capture prcbe HTRI D 
1*2 

.::agg gcatcggtg 

15 3 
2 0 
DIIA 

Artificial Sequence 



capture probe HTklA 
153 

:-;.-..r a t aqgqtcggtg 



154 

10 

L'UA 

Artificial 



Sequence 



capture probe HTRiE 



'-.ificial Sequence 

,pture probe HTK7 

• s 

■jjq ggtctcgtg 

.itificial Sequence 
<-pture probe HTRom 

r . -.at tgaccagta 

157 

1-3 

:.'NA 

Artificial Sequence 

.■apture probe HTR5B 
57 

i*. gat agtccagt 

1:8 
1 

DIIA 

Artificial Sequence 

■ capture prcbe HTR3B 

■ 158 

-.caaag gggaaagcgt a 

• 159 

■ 2 0 

• DNA 

• Artificial Sequence 

■ capture prcbe H T R 4 
—aaagg ttgacagcag 



lb 

Artificial Sequence 



, jnt ure probe HTR6 



; c g a g a g a g 



Artificial Sequence 



census primer IPSCONA sense 
1 

: :g ccgcqagcca 



r.'NA 

Artificial Sequence 



consensus 



primer IPASCONA antisense 



:;g gtctggtcct cc 

■: • : 62- 
; . L-I3A 

}; - Artificial Sequence 



capture probe HLA-A1 ITSA01 



163 

,, ; ,;::gg tgcgtggacg ggcuC-g 



. .. ■ 164 
• ■ • L-NA 

i '-. • Artificial Sequence 



capture 



prone HLA-A2 ITASA02 



.04 

:g r C ccaatactcc ggacc 
165 



2u 



22 



27 



27 
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■ Lurfe proof 



a c a 1 1 c c q ^ 



iLA-A3 1TASA0 3A 



tctcctg 



27 



Artificial Sequence 



...r e probe KLA-A3 ITS AG 33 



g ggaggcgac 

■ I i: 7 



:atgagg 



27 



Artificial Sequence 



capture prone H LA- All ITSA11A 



*:-l2?q cggagcagca gagag 



que 



27 



; • 163 
. • 21 
■ A\k 

Artificial Sequence 



- :ap 



163 



cure prone 



HLA-Al i ITSAUB 



jg,gggc eggogegogg agtggct 

... • 169 
■ 1 ■ 27 
• ■ • DKA 

Artificial Sequence 



27 



capture 



169 



pr( ,be HLA-A23 LTSA23A 



ooogg cqgagcagoo gagagc 



:: • 2 7 

■ ■ DMA 

- - . Artificial Sequence 
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. mi a-A2^ ITASA2 3B 



:cctg 



tctcc tcgtcc 



27 



ficial Sequence 

probe HLA-A24 ITSA24A 



are 



;ggagcagca gagagcc 



27 



aficial Sequence 

, a lit a- A2 4 ITASA24B 
L ture prcoe H-A 



; ;q cgatccgcag 
'3 



gttctct 



,'rtificial Sequence 

u ut a-A?5 1TASA25A 
rapture probe H.A A^ 



■ 7 3 



:,gcg cgatccgcag g 

^74 
.7 

jNA 

Artificial Sequence 



ctctct 



capture probe 



HLA-A25 ITASA25B 



174 

^ tccg tgtgttccgg - 



27 



• 2 t 
■ DKA 

. Artificial Sequence 



■ caotur 



orobe 



HLA-A26 ITASA26 



-36- 



A gttcgctcgg tcagtct 



Lficial Sequence 



tare probe n 



LA-A2 9 ITASA2 9 



;. g tguctgcagg tcccaat 



27 



27 



Vificial Sequence 

. pture prote HLA-A30 ITASA30 

,tg ctgttcatac ccgcgga 

•3 
7 

:ia 

.^■tificial Sequence 

:a pture probe HLA-A31 ITASA31 

:I? :c aggccoctcc tgctcta 
17 9 

r-tJA 

Artificial Sequence 



,,-obe HLA-A33 ITSA33 
; : ;acc cccccaggac gcatatg 



capture pi 
179 



27 



27 



27 



■ i ncra^ oe-i^ 



, jre or one 



, robe HLA-A68 ITSA6SA 



ISO 



-37- 



21 



■-^ q.-ggcggagc ^g eg gag 



Artificial Sequence 



,,pture probe HLA-A63 ITASA68B 

L ^ 1 

, ucg tcctgccggt acccgcg 



: ^ 2 
DMA 

-»-f i f icial Sequence 



caoture probe HLA-A69 ITASA69 



-. gga cggtgogaga accygcc 

■ £ 

■ ■ Artificial Sequence 

I-", sense primer for cytochrome P450 

!.:•- 133 

■,ji-3 = ct gagga 

IS 4 
V ■ ^ 
•■ > ENA 

y Artificial Sequence 



^ a 0-3 a l, a2 antisense 
• primer consensus a3 # a^~ , ai, 



■ 134 

■ v: agaaa ttaacagaga 

: -18 5 

: : 19 

'■ ■ • DNA 

1 • Artificial Sequence 

-r-^-'f^ a9 antisense 
; - primer speuit-- a:? 

;j > 18 5 



27 



27 



15 



20 



19 



:aatgaagg 



taacaragg 



-38- 



• i f icial Sequence 

. Lme r Specific al3 antisense 

■ n 

• : -a ctaactgg 



: z:A icial Sequence 



•■-..pr.ure probe Jul 
-jatt cggtacatct ttg 



if icial Sequence 



■rapture probe 3a3 
188 

l .ggt acatctttg^ t 

I &9 
1 'J 
UNA 

■V-t- ■ f icial Sequence 



rapture probe 3A9 
15 9 

.gggg gttttgggtg 



1 90 

2 4 
L°NA 

Artificial Sequence 

rapture probe 3A18 
190 



23 



21 



20 



24 



rtgagt attcag 



cacaaat tcac 
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< ; :> <*, ON A 

< • : Artificial Sequence 



< ■ ■ ;apnre prone 3A2 

c ' : . . ;aL Ltggtacatt tatgg 



O r iA 

Artificial Sequence 



: .-nsensus pi 
;r : ,dd gcaagtggat ty 

ificial Sequence 



.rimer OPP35S1 (P-35S) Forward 



jnser.sus 



I J u :l : 



5 primer CPT352 (T-35S) Reverse 
vtaa ttcccttatc aggg 



'jilA 

Artificial Sequent 



ronsensus pr 



rner C PTE 91 (T-E91) Forward 



.. ^t.ggattt gtagttgagt atgaa 

■ 1.. • l'NA 

1 ; • Artificial Sequence 



consensus 



i -j 0 



primer 0PTnos2 (T-nos) Reverse 



aagaa actttattgc caaatgt 
■ 196 



• Artificial Sequence 



25 



22 



24 



25 



27 
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J3 primer 0PFPS3 (EPSPS) Forward 



■.nsensus p 

-.--■g ttggctgtgg t 
M 

rciticial Sequence 



cr .sensus primer OPTE92 (T-E9) Reverse 



-■if; gaacttgacg a 
Artificial Sequence 



census primer OPLBl (octopine Left Border) 
;.rward 



19fc 

;aarg agtatgatgg tcaat 



Artificial Sequence 



nsensus primer OPEPS4 (EPSPS ) Reverse 



1 99 

itcig gcatcttgtt 



kia 

Artificial Sequence 



:; nsensus primer 
'■ : rward 



OP LB 3 (nopalme Left Border) 



2C0 

att.gac gcttagacaa ct 



JNA 



21 



21 



25 



20 



22 
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tificial Sequence 



■ verse 



;s on:!l er 0PKB2 (octopine Right Border) 



. L 

-ao catcatcaca c 



^■rificial Sequence 

_. : . nsensus prirne r 0PRB4 mopaliine Rx.ht Border) 



v e rs6 



ia-.c acgttatgac c 

I.Vtificial Sequence 
_-,oture probe 071 pat ;TS5, BtU) 



^rqg catgatgttg gtttttgg^ 



Artificial Sequence 
rapture probe 0T2 CrylAb (Btll ) 
U jgct ctgcaatcgc acaaacccgt 

• 2-: s 



Artificial Sequence 



'. , ::li pture probe OT3 P-PCE (Btl76) 
.gtagc tgtagtcgga ctcggactgg 



21 



21 



30 



30 



30 
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Artificial Sequence 



.. 3F ture probe OT4 CP4EPSPS/Tno. 

•a!,-, cagggggtgg rcaggaagta 
. "i 7 

l=:ia 

Artificial Sequence 

■;:nsensus primer Pgyrl 

- :S c feature 

) . . . ' / 1 ' :' 

= A i T,C or G 

• i 

: -,,r S q gtaaatayca 



>!JA 

artificial Sequence 



•• ■ — senses primer Pgyr2 

1 . sc feature 
■ • "ill -T. (17) 
■ r. - A,T,C or G 



0 * ;.08 

t / y--vg trtaa:.g 

2 C 
■ ■ U MA 

. - . Artificial Sequence 
- :-. • soacer sequence 



30 



20 



17 



'.I! ™ gc c«a,a M „»t«c ••»■"■" "" aCat " S 

;, cE ,ac aactscttca gttcactcca 



■ [MnA 

■ Staphylococcus genus 
. 210 
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34 

, u tttatigawgc hatggt.ar.ga ay i < 



<. 1 ■ • i:.'.eroccccus genus 

r: -"- ; " : : -/ 5 --:a tytaygartc aatggtrcgg 



- •_. . .-eptoccccus genus 
...... ■■ i ■■ 

i^.:out ggctcaatgg tggagytay 



, . iphylc coccus aureus 



: . 3ji3 v;t cajttatcot tatccg< 

.".14 



r.liA 

Staphylococcus epidermidis 



:;^ j3 ;tt tagttatcgt tatccact 



Staphylococcus hcminis 
; 3 ;auacctt tagctatcgt tatcctc 



rlnterococcus f aecium 



23 



23 



.16 2'/ 
•attc agctaccgtt atatgct 

..17 



- . . :r r , +3 e r c OCCUS f a 6 C a 1 I S 

_ . _ _ ». r - 1- n a rr ^ t- aratoaatt 
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? 1 R 

roptococcus pneumoniae 



• a gtgcL gccgc tcaac 



• in;-. 

■ i -. . reptococcus epyogenes 

' 1 ^ 

J : ' .-jjT.t^vg ggcatggcaa ttttgg 



Haemophilus influenzae 
- v: ~ gctatatctt ggttgatg 



r,i:A 

Artificial Sequence 



■•■ ■ ■: ' aminated primer 



3iati::aiag ttgctgagaa tagttca 

■ /.;: ■ :,:ia 

. " " - ■ Artificial Sequence 



viral consensus primer 

"■; : • p.LSC_cif f erence 

■jj ■ :l) • ■ ■ (1) 

-■; ■: . >; is A or G 

■ ; ■ isc_difference 
■ -2) • . • (2) 

is c # a or t 

:msc dif ference 
... . ■ 3) .7. (3) 

: • ' i is 'j, C or T 

- raise difference 




2 5 



26 



28 



27 



■IV; • ■ . i l> 
\] T or A 

;ai;-> :_di 1'ference 
fl-1 . . ■ 14 ) 
,o T , A or c 

i : ii f fere.nce 
'.'lli7. . (1?) 
;i ii : or T 

riusc difference 

'•:»:;7. . ;i-5) 

;] i s 3, A or C 



ri.-.-g t-gnnnr. 



f/IA 

Artificial Sequence 



viral consensus primer 

= c_dif rerence 
'I:)... (2 
:■: is 7, o or C 

sc_dif forence 
' : ' ( 3 ) 
\l is G, T cr A 

:\isc difference 

7:3)7. . (13) 

■ is G cr A 

• r isc_dii ference 

• ;14; ... '14: 

■ is t cr c 

u is c dif f e rence 

■ "liiTr. . :i5) 

• I* is r o or o 

• n : isc_dif ference 

■ ■ 16) . . . (16) 
:: is G or T 



\t Jttt ttnnnn 

■ .:24 

> Artificial Sequence 
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enovirus capture nucleotide sequence 
\ 

12 gctggcactc aagagtg 



t.ificial Sequence 

..pes virus 1 capture nucleotide sequence 
■ -c tgatacccat cctacac 



: If icial Sequence 

e: :pes virus 5 capture nucleotide sequence 

1 ,r i 

rgt gatctgaccg aggcgaa 
" 7 



;;a 

-tificial Sequence 



ri , rp es virus 4 capture nucleotide sequence 

in": 7 

trga ggaagaagtg ttccagg 

. , : 3 
i_ 

: . *:3A 

Artificial Sequence 

, : -;nsensus primer Meatl 
1 2 8 

r.;.atg aggagaaata t 

J29 
.j 1 
DNA 

Artificial Sequence 

-47- 



• :.sensus primer Meat2 



: • - ; ! V: cgqqtaaqqq t 



;. . * i f i ciai Sequence 

■Tr.Lcken capture nucleotide sequence 




z tcttatccaa acactatgcc accqgqgag 



Artificial Sequence 
. L . jCk capture nucleotide sequence 



^^^a, tcttatccaa acactactgc catcggqgag 
^Vr- 132 

■J 1 : ■ - 1 

:. NA 

• Artificial Sequence 

ostrich capture nucleotide sequence 



. 4 0 0 - 2 32 

::c- r aaoqaa ctctaag 

• • 233 
: : • 2 :j 
. ;■: : • cna 

. _ . . Artificial Sequence 
: • Pig capture nucleotide sequence 



• 4-V • 233 

iiu^geagt agaatcacga ttaag 

L Li 34 

• . L L ■ 4 j 

Artificial Sequence 



21 



39 



40 



17 



25 
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,11 capture nucleotide sequence 



; 'a; tcttatccaa acactactgc catogtggag 



•rlificial Sequence 

•-,r,tit capture nucleotide sequence 

tatcctccaa ccactaatgc caacgagggg 

. : 6 

• : -\ 

L NA 

Artificial Sequence 

Turkey capture nucleotide sequence 



^aac tcttatccaa acactactgc catcqggag 



4 0 
tllA 

Artificial Sequence 



Wildpig capture nucleotide sequence 



;qac 



tatcttctaa acactactgg catcgaggag 



12 8 
: 9 
III A 

Artificial Sequence 



capture nucleotide sequence 



Cow c 



: gact attctccaac cactactgac aacgaggag 



-49- 



, : ; t i f i c i a I Sequence 

nsensus capture nucleotide sequence Cor 
- 1 j chrome b 



. -r—aa-aai- cccctacatg gcaaacccta 60 

: .,jjq qcaccgtcat cacaaa^.a - to - J ^ " 96 



rgag cctgaggggg attttcagtg acaacc 



1 * ■■ - -' 
■ - " " » 1 J. 



; : : ■ Artificial Sequence 
........ .; ..-nsensus primer Cowl 

j a .is c^M^at. atgtatataq tac 



;-: • Artificial Sequence 



::-nsensus primer 



Cow2 



v _ ,i Q ^ r i Hp =5 e au e n c e 

ir.rcwnSwiss capture tiuuic^xue ^-i- - 



23 



• Ml 23 

^iaiir/.ta aataagtatc tag 
• • ■ Artificial Sequence 



;.. • .42 15 
•■r.; ratgat aatta 

243 
11 15 
. ... ■ SNA 

■" "• ■ Artificial Sequence 



Tr .^ e ., -ar^-e nucleotide sequence 



-50- 



i a t g a a t 



:iflcial Sequence 

: shire capture nucleotide sequence 



14 

ar.a actgt 



rtificial Sequence 



ereford capture nucleotide sequence 



45 

■jgt aagga 
146 



artificial Sequence 

^mmental capture nucleotide sequence 



146 

ctgg acatt 

147 
15 

Artificial Sequence 



Fiemontaise capture nucleotide sequer 



147 

:atgg acatt 

2 4 * 

15 

DNA 

nrfif i-ia 1 Sequence 
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'<;;./■ -anadienne capture nucleotide sequence 

. ..It 15 
t ■.: jt : '. .' -! ica tgata 



_ 1: . :, L -.ificial Sequence 

■l\ . r-eiAngus capture nucleotide sequence 



r'-.i r. if icial Sequence 



. -_ : ..ousine capture nucleotide sequence 
■■3 it ggcta 



i; • ::ia 

- ■ • r.--ificial Sequence 



ArerdeenAngus capture nucleotrde sequence 



::V- 151 

. t i-.^.ga acttt 



15 



15 



. : 1 > 15 
■ DMA 

Artificial Sequence 

Hjtana capture nucleotide sequence 

_ . ; 52 15 
jgagta tataa 

■ - ■ . ^ 5 3 
_ ^ ~ > A 

-52- 



M i ficial Sequence 

-arolais capture nucleotide sequence 
; rc;] acatta 



■ I A 

i-Mficial Sequence 



-;.,sian capture nucleotide sequence 



jta: ctacc 



:.i:a 

Artificial Sequence 



,,,ana capture nucleotide sequence 



1 : o 

n jaa gtcat 
• DUA 

■ Artificial Sequence 



i; 'Dama capture nucleotide sequence 



misc_f eature 
(1) . . • (20) 
n - A, ' 



16 



15 



■ 156 15 
j-;agaa gtcat 

■ 10 

• :.-na 

• Artificial Sequence 



• consensus priner PPss: 



-53- 



ina rrqgritgggq 

j • 
0 

r\. if icial Sequence 



::.sensus primer PPss4 



t. ;t avacaacctg 



vitif icial Sequence 

IT-ssl (potato) capture nucleotide sequence 
-v;a taccatctct agca 



c:;a 

Artificial Sequence 

Ti--ss3 (tomato) capture nucleotide sequence 

Ll':0 

,ro:a gatcatctct agaa 
_> 1 
ZV.A 

Artificial Sequence 

ru s5 7 (oryza) capture nucleotide sequence 
.:61 

a-*gtg gatggtgtca agca 

:. 6 2 

. 4 
!". NA 

.Artificial Sequence 

.PssS (zea) capture nucleotioe sequence 
g*-:gtg gatagtcccc tgtg 

-54- 



ficial Sequence 



.- 3 9 ( soja) capture nucleotide sequence 



a aattgactca agga 



.ficial Sequence 



... - ... , nucleotide sequence 
"r'SSll iwnedtj ^ap^ w ^ " u 

'. 4 

;.:".g gatagtctcg ctcq 

: :i;t 

Artificial Sequence 

7Kssl2 (bareley) capture nucleotide sequence 



■ ^■itg gatagtctcg ctcg 
1 4 

Artificial Sequence 



T?ssl3 (bean) capture nucleotide sequence 



c»56 

: ; ; :tg aatggactcg agca 

: 67 

:-\ 
;-na 

Artificial Sequence 



;Pssl4 (carrots capture nucleotide sequence 



.67 



, ata a ad 



.DO 



acatctca gtaa 



-55- 



■'.1 

•..artificial Sequence 



■ ■■ . :';-=hl consensus primer 
-, ,r : r . :r.a gccatvcayt a 

■ Artificial Sequence 

rish2 consensus primer 
4 v.- I'':' 

,;,.j',,r]^c cataaagacc teg 



* i ■ r.'t iA 

• ; " ; ; • Artificial Sequence 



• Artificial Sequence 



acrocephalus captu 



caoture nucleotide sequence 



21 



2 3 



* y : , . , : . n . C rhua capture nucleotide sequence 

. • jVQ 28 

j., i t-iat cagteggcat caaatgta 



28 



^,^ : rr.act cagttggcat taaatgta 

■ I":' 1 • :-7 2 

• . • 

■ ■ i i • r-NA 

Artificial Sequence 

; . flesus capture nucleotide sequence 

• 4 .." • i72 28 

act cagttggcat caactgua 

* :.7 3 

• ■ • Q 
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.rtificial Sequence 

rnerluccius capture nucleotide sequence 

.73 

-. aat cagtacgcat raaatgca 



:.;ia 

Artificial Sequence 



mykiss capture nucleotide sequence 



•74 

. 5 r: eautcggcat tgattgtc 

. 7 5 
;:fr 
1 NA 

Artificial Sequence 



?. platessa capture nucleotide sequence 

:iatt cagteggcat caactgea 

i" 6 
::ia 

Artificial Sequence 
. p. virens capture nucleotide sequence 

• 276 

:v:aat tagteggcat raaatgta 

■ 277 

■ 2 9 

• L-NA 

• Artificial Sequence 

3. salar capture nucleotide sequence 

• 277 

:c :tac t 



cagteggta tcgattgta 



i d 
DNA 
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t ,ilchardus capture nucleotide sequence 



cagtagqcat caaatqca 



. ificial Sequence 



28 



thazard capture nucleotide sequence 



j.t caqttgqctt caaatgta 



28 



artificial Sequence 



:■. alalunga capture nucleotide sequence 
- 0 

~." aC t cagtaggctt caaatgta 

:»t:A 

Artificial Sequence 

T. obesus capture nucleotide sequence 
: ract cagttggctt taacrgtta 



23 



29 



..-2 
L NA 

Artificial Sequence 



hippoglossoides capture nucleotide sequence 



..82 

■-att cagtcggcat caactgca 

■ ..83 

■ :..::a 

■ Artificial Sequence 



28 



rrutta Captu 



:e nuc 



leotioe sequence 
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-.ificial Sequence 
sarda capture nucleotide sequence 

•1 

sat cagtcggctt taattgca 



thynnus capture nucleotide sequence 



:-_t -agttggctt caactgta 



rtificial Sequence 



scrombrus capture nucleotide sequence 



f. a -t cagtaggctt caaatgca 

:e-7 

4 0 

Artificial Sequence 

S.lmomdae family capture nucleotide sequence 
Vrlc gctaacgqag catctttctt ctttatctgt 
4 0 

rtJA 

Artificial Sequence 

f-m-'v -ao^-u^ nucleotide sequence 
iieur onect iQcie tarri^v ^<Ay<-^-~ - 1 ^ 



-59- 



cat: gccaacggcg catcat :ctt ittcatctgc 



0 



•rtificial Sequence 



2^1 

Artificial Sequence 



■:,.unnus genus capture nucleotide sequence 



icarc gg^cg 

L NA 

• Artificial Sequence 



v ish consensus capture nucleotide sequence 



40 



E leuronectidae family capture nucleotide sequence 

^ 40 

arat gctaatggtg cctctttctt ttttatttgt 



A! J A 

Artificial Sequence 

-rDmbridae family capture nucleotide sequence 
.:-ac gcaaacggag crtctttctt tctttatctg c 



15 



catcttt cttctttatc tgtatctact tacacat 57 



jasaca tccacgcaac gggc 

• 193 
. 4 

■ ANA 

• Artificial Sequence 



P4 50-1 consensus pnmez 
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. . , • . . . vt gggcctgggc aaga 

. . Artificial Sequence 
/ ' . i-.;£-n-2 consensus primer 

.... . : . ;a - ctctgccagg aag 

. j • Artificial Sequence 

Human CYP2DG wild-type 

:i.^,^^:g tcctggg 




capture nucleotide sequence 



"■ Artificial Sequence 

\- Human CYP2D6 capture nucleotide sequence, point 



-a cat ion 



;aa*aagg-g tcttggg 
■ .lu • 2 97 

■ . : : • l ~ 

■ _ ■ DMA 

. " 1 • ■ Artificial Sequence 



V Human CYP2 D6 capture nucleotide sequence, wi 
type 



wild 



v • ,.97 

3-cr.gag cacagga 



29tf 
• 16 
■ DNA 

- Artificial Sequence 



24 



23 



17 



17 



17 
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- jri CYP2D6 capture nucleotide sequer.ee 



Hum 
■ . je) et ion) 



:t ;aq caegga 



Artificial Sequence 

; , JIT ., n C vp 2D6 capture nucleotide sequence, wild 
tyce 



. :9 c, 16 
*t;racc cc:tg: 

■ ;-co 
- d i 

■ :.na 

■ Artificial Sequence 

'. Hunan CYP2D6 capture nucleotxde sequence 
[deletion) 

i • 3C0 15 
jjr.caoc cctgr 

• ■ 201 
i 1 > ■ 

'• • di:a 

I-. ■ Artificial Sequence 



Human CYP2C19 capture nucleotide sequence, 
type 



wild 



. 201 16 
itttcc caggaa 

■ ;o2 

■ 16 

■ :-na 

■ Artificial Sequence 

. I de seauer.ee, point 

mutation 



-62- 



J2 16 
roc caqgaa 



.:::ificial Sequence 

wild 



iuman 



CYP2C19 capture nucleotide sequence, 



;:jct gaaL cc 



Artificial Sequence 



CYP2C19 capture nucleotide sequence, point 



1" «j 5 

1. "! 

Artificial Sequence 



sense 



consensus primer, S. saprophyt reus 



16 



Human 
mutation 



;i,4 16 
:cct gaatcc 



305 18 
-gttg aaatggaa 

2 06 

17 

C'NA 

Artificial Sequence 



_ r ^i-^r, s. saorcphyticus 
antisense cur.Sti..Su- ^ > 



-63- 



j fa artagaa 

0 7 
o 

NA 

•rtificial Sequence 



17 



ease primer of double labelled probe (S. 
•sprophyticus ) 



307 16 
^aaa tgttcc 

:c 3 
: 'i :a 

A: tif icial Sequence 



Meningococcus capture probe 



508 17 
grog tccagct 



1 ? 
I'MA 

Artificial Sequence 



Streptococcus capture probe 



^ 18 
:^cacg tatcgacc 

'■10 
19 

JNA 

Artificial Sequence 



Staphylococcus capture probe 



• "10 19 
.aqact acgctgaag 

■ 311 
18 

• DN A 

Artificial Sequence 



-64- 



gitidis seroqroup A capture probe 



men en 



'•11 

.-eg gtsgtggt 



::a 

:i:ificial Sequence 



menengit 



idis serogroup B capture probe 



:cgg ccgegg 
":13 

::-na 

f.l't 1 Lltiai ^'i- 



H. influenzae capture probe 



313 

,.g:aa accacttag 

314 
17 
I'M A 

Artificial Sequence 



> E. coli capture probe 



■ 314 

.i ) :t gq cttcctg 

■ 315 
£ -. 

• DMA 

.. • Artificial Sequence 



• S. pneumoniae capture probe 

- 315 

-_ ;aaaga agaaactcaa a 
-16 



18 



16 



19 



17 



-65- 



21 
L'NA 

artificial Sequence 

a-jalactiae capture probe 

• 1 -5 

aa:;a agatatccaa a 

317 

20 

L'NA 

Artificial Sequence 
••. aureus capture probe 



;17 

i.:at3 acacatctaa 
318 
2oA 

■ Artificial Sequence 

• 3. epidermidis capture probe 



^ 218 

uoacga aacttctaaa 

• 31 '3 
■ 2 0 

ON A 

• Artificial Sequence 

• s. haerr.olyticus capture probe 



: ■ ] 9 

. -atga cacttctaaa 

. ■ 310 
■) - 

. ■ DUA 

• • Artificial Sequence 

S. hominis capture probe 



320 



j j a t " daa (J c i a a ' " Z ■ C •. ad c: 

■'21 0> 321 
211..- 20 
212:- DNA 

2 13-- Artificial Sequence 
e220> 

e223> S. saprophyticus capture probe 



■:40u> 321 

atgcaagaag aatcaagcaa 



-67- 



